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MT-RNR1SNP Assay <

A Single Nucleotide Polymorphism (SNP) in the MT-RNR1 gene, specifically m.1555A>G, is the primary cause
of Aminoglycoside-Induced Hearing Loss (AIHL). This mutation can result in ototoxicity when patients
receive aminoglycoside antibiotics, which are essential for treating infections, particularly in infants.

Current diagnostic methods for detecting these mutations are limited. To enhance patient safety, Credo
Diagnostics Biomedical has developed the MT-RNR1 SNP Assay, delivering results in just 20 minutes. This
rapid turnaround allows for timely interventions to prevent hearing loss.
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Diagnostic Procedure in 4 Steps:
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(1). The MT-RNR1SNP Assay is validated with EMON MT-RNR1POCT Device Verification Sample.
and we diluted the known sample by 10-fold to simulate 100 cell per swab.
(2). Wild type gene, m.1555A is not detected in all above tests.
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